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Figure S1. The top 5 KEGG pathways markedly enriched among the DAFs. (a) The top 5 pathways enriched in AzLo
vs AzLy. (b) The top 5 pathways enriched in AoLw vs AoLp.
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Figure S2. Analysis of DEGs in labellum libraries of A. zerumbet and A. oxyphylla. (a) Volcano plot of DEGs in AzLo vs

AzLy; (b) GO enriched DEGs in AzLo vs AzLy; (c) Volcano plot of DEGs in AoLw vs AoLp; (d) GO enriched DEGs in
AoLw vs AoLp.



